. RNA quality control report. Neutrophils were stimulated with 1 µg/ml LTA. The quality of each sample was examined via the RIN software. The RIN for (A) the Veh group and (B) the LTA group was 7.6 and 8.3, respectively. LTA, lipoteichoic acid; RIN, RNA integrity number; Veh, vehicle.
. RNA sequencing quality control report. The left panel shows per-base sequence quality and the right panel shows per-sequence quality scores for (A) LTA-stimulated cells and (B) vehicle-treated cells. The quality score from 15-99 bp was considered high (green background). The majority read >35 indicated good sequencing quality. LTA, lipoteichoic acid. Figure S3 . Small RNA sequencing quality control report. The left panel shows per-base sequence quality, and the right panel shows the per-sequence quality scores for (A) LTA-stimulated cells and (B) vehicle-treated cells. The quality score across all bases was considered good (green background). The majority read >35 indicated good sequencing quality. LTA, lipoteichoic acid. KYNU, NDST1, TLR2, TLR3, IFI44L, TLR8, CXCL10, S1PR3,  9.19E-14  NLRC4, PTGIR, USP18, LAG3, C5AR1, ADGRE2, NCF2, CST3,  LYZ, HERC5, CHST2, NECTIN2, CD40, CD163, DAPK1, LILRB1,  LILRB2, INHBA, C1QB, PPBP, F3, PLA2G7, IL12B, CTSB, CLEC5A,  CCL1, WNT5A, CCL2, CXCL5, C3, IFITM3, CXCL3, IFI30, RSAD2,  TNFRSF8, GPR68, TNFRSF4, CCL7, ADA, SRC, CCL24, SLC11A1,  ITGAX, THBS1, TYROBP, CSF1R, HIST1H2BC, ABR, OLR1, CD276,  CD300E, CCL19, KCNN4, CYBB, P2RX7, P2RX1, CXCL13, METRNL,  ALOX5 , XCL2, IFI6, CD14 
